. Hybridization signal of the filter membranes probed with 33 P cDNA populations derived from RNA extracted from leaves of sugarcane plants unattacked at 0 (zero) (A) and at 9 h time points (B) and attacked by D. saccharalis (C) at 9 h time point. The clones market with a circle and a square show marked differences in hybridization between treatments (refer to text for details). The hybridization signal was detected with Storm 860 Phosphorimager (Bio-Rad) at 50 μm resolution.
. Hybridization signal of the filter membranes probed with 33 P cDNA populations derived from RNA extracted from leaves of sugarcane plants unattacked at 0 (zero) (A) and at 9 h time points (B) and attacked by D. saccharalis (C) at 9 h time point. The clones market with a circle and a square show marked differences in hybridization between treatments (refer to text for details). The hybridization signal was detected with Storm 860 Phosphorimager (Bio-Rad) at 50 μm resolution. Figure S2 . Maximum-likelihood phylogenetic proposition with protein sequences from the I13 peptidase inhibitor family. Induced and not-responsible genes from sugarcane to insect feeding are presented in blue and green, respectively. Except by sugarcane and Arabidopsis, all sequences were named according their accession numbers on the MEROPS database. The numbers in the nodes presents the bootstrap values for 1000 replicates. 
